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FIGURE 6 SEQ ID NO:l (Human cDNA) 



3 ggaggattcgcagttcaacatcaaggzccctgtgcgttttattgcgacctgccggtggga 

63 actttgtceccgagtcggagcagcatggagcggcggagcgagagcccgtgtctgcgggac 

MERRSESPc"lRD 
123 agccccgaccggcggagcggcagcccggacgtcaaggggcctcccccagtgaaggtggcc 

SPDRRSGSPDVKGPPPVK^VA 
183 cggctggagcagaacggcagccccatgggagcccgcgggaggcccaacggcgccgtggcc 

RLEQNGSPMGARGRPNGAVA 
24 3 aaggccgrgggaggtttgatgattcctgtcttttgtgtcgtggagcagttggacggctct 

KAVGGLMI PVFCVVEQLDGS 
303 cttgaata-gacaacagagaagaacacgccgagtttgtcctggtgcggaaagatgtgctt 

LEY DNREEHAEFVLVRKDVL 
363 tttagccacctggtggagactgcgc-cctggccctggggtattctcacagctctgcggcc 

FSQLVE TALLALGYSHSSAA 
4 23 caggcccaaggaataatcaagctgggaaggtggaaccctctccccctcagttatgtgaca 

QAQG I I KLGRWNPLPLSYVT 
4 83 gatgcacccgacgcgacagtggccgacatgctacaagatgtctatcatgttgtgacgttg 

DAP DATVADMLQDVYHVVTL 
54 3 aaaatccaattacaaagttgttcaaagttggaagacttgcctgcggagcagtggaaccat 

K ■ I Q h Q S CS KLE DL PAEQWN H 
603 gccacagtccgcaatgccttaaaggaactgctcaaagagatgaaccagagcacattagcc 

ATVRNALKELLKEMNQSTLA 
663 aaagaatgccctctctcccagagtatgatttcatccattgtaaatagcacatattatgcc 

KECPLSQSMISSIVNSTYYA 
723 aatgtgtcagcaaccaagtgccaggagtttgggagatggtataaaaagtacaagaagatt 

NVSATKCQEFGRWYKKYKKI 
78 3 aaagtggaaagagtggaacgagaaaacctttcagactattgtgttctgggccagcgtcca 

KVERVERENLS DYCVLGQRP 
84 3 atgcattraccaaatatgaaccagctggcatccctggggaaaaccaacgaacagtctcct 

MHL PNMNQLASLGKTNEQS P 
903 cacagccaaattcaccacagtactccaatccgaaaccaagtgcccgcattacagcccatc 

H3QIHHSTPIRNQVPALQPI 
963 atgagcccrggtcttctttctccccagcttagtccacaacttgtaaggcaacaaatagcc 
MSPGLLSPQLSPQLVRQQIA 
1023 atggcccarctgataaaccaacagartgccgttagccggctcctggctcaccagcatcct 

MAHLINQQIAVSRLLAHQHP 
1083 caagccatcaaccagcagttcctgaaccatccacccatccccagagcagttaagccagag 

Q A I NQQFLNKPPI PRAVKPE 
114 3 ccaaccaactcttccgtggaagtctctccagatatctaccagcaagtcagagatgagctg 

PTNSSVEVSPDIYQQVRDEL 
1203 aagagggccagtgtgtcccaagctg-ctttgcaagagtggcattcaaccgcacacaggga 

KRA3VSQAVFARVAFNRTQG 
1263 ttgttgtcrgagattctgcgtaaggaagaagaccctcggacagcctctcagtctcttcta 

LLS EILRKEEDPRTASQSLL 
1323 gtaaaccrgagggccatgcagaatttcctcaatctgccagaagtggagcgagatcgcatc 

VNLRAMQNFLNLPEVERDRI 
1383 taccaggargagagggagcggagcatgaatcccaatgtgagcatggtctcctcggcctcc 

YQDERERSMNPNVSMVSSAS 
14 4 3 agcagtcccagctcctcccgaacccctcaggccaaaacctcgacaccgacaacagacctc 

SSPSSSRTPQAKTSTPTTDL 
1503 cctattaaggtggacggcgccaacarcaacatcacagctgccatttatgacgagatccaa 

PIKVDGANINI TAAIYDEIQ 
1563 caggagargaaaagggccaaggtgtctcaagccctgtttgccaaagtggctgcaaataaa 
QEMKRAKVSQALFAKVAANK 
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.1-623 agtcaggcctggccgtgtgaactgc:: ccgct ggaaggagaacccaagcccagaaaaccgc 
SQGWLCELLRWKENPSPENR 

168 3 accctctgggaaaacctctgt acca: ccgt cgcttcctgaacct t cccca gear gaga gg 
TLWENLCTIRRFLNLPQHER 

17 4 3 gatgtcatctatgaggaggagtcaagccai: caccacagcgaacgcatgcaacacgtggtc 

DVIYEEESRHHHSERMQHVV 

18 03 cagcttccccctgagccggtgcaggr act tea t a gacagcagt c tea gccagccaaggag 

QLPPE PVQVLHRQQSQPAKE 
18 63 agttcccctcccagagaagaagcgccccccccacctcctccgactgaagacagttgt gee 

SSPPREEAPPPPPPTEDSCA 
192 3 aaaaagccccggtctcgcacaaagatctccrtagaagccctggggatcctccaaagcttt 

KKPRSRTKI 3LEALGILQS F 
1983 attcatgatgtaggcctgt acccagaccaggaagccatccacactctttcggctcagctg 

IHDVGLYPDQEAIHTLSAQL 
2 04 3 gatctccccaaaca caeca tcatcaagttcttccagaaccagcggtaccacgt gaagcac 

DLPKHTIIKFFQNQRYHVKH 
2103 cacgggaagctgaaagagcacctgggct ccgcggtggacgtggctgaatataaggacgag 

HGKLKEHLGSAVDVAEYKDE 
2163 gagctgctgaccgagtcagaggagaacgacagcgaggaaggctccgaggagatgtacaaa 

ELLTESEEKDSEEGSEEMYK 
2223 gtggaggczgaggaggaaaatgctgacaaaagcaaggcagcacctgccgaaat ugaccag 

VEAEEENADKSKAAPAEI D Q 
2283 agataatgrgaactr ctactaggcaaagcaatacatcggtccaaggattt tetget ttca 

R * 

234 3 tttctttaaaagttttttgttagtttgttttttgtttttgtttttgggtttttttggctt 
24 03 tatttttgtctctttatgtctgtttcgtttttctracccttttggacatttctttgttgc 
2 4 63 acaggatacacctatagactgaataagttcagtatttccgaatcagacatcgccttggca 
2523 aagacactaaagcgttacactttat eccgtctctatgactggatcatagtcattataatc 
2583 acaggagactctgcct teat tat ccr-gcactt aacggaagttaca tea ggcaa get cca 
2 64 3 ggatgaaaagaact atgaaat aaat gaaggaagctacaagtgtgtgtgtatatgtatatg 
2703 tatatatcrctatat t cacaiatat arattaaaattgeatgggacagagaett tgeaate 
27 63 cgaaagaatagactgtgaaatgagt: entaaagaaaagacttgt ttatgtatt aaaaaaa 
2823 ccacttcacagtgagtcgctttggctrtttgataaactgcggcctgctctcagggtgggg 
288 3 tgactatr rrtgaat tcctat ttar^rtttgtgtttgt ccctgattttttttttt aatt c 
2 94 3 tatggcttcctatctggcagcttaatgggtaatttttgaggtatgtatttaacaaaataa 
3003 acgacactgccgaaaaaaaaaaaagngaagtgaaaacaatcagggcacattaaaatgata 
3063 caagtcaaataaatcttaaagacacaatgcacacttaaaatgactcaataaaatgacttg 
3123 ctacgttccgttattcaatttgtcattactgtagtgaacagatgcatttctgtggaattc 
3183 caaataagraaaactgaaattcagrgcagagaaaactttgtccactagtgcaagtcttga 
324 3 tcaaatgacattttga cat tggacatatggaat teat agtatgagccacattt t gttgtg 
3303 aaatttatctacctgcttgtggctrcaaatctgaaaattaataagcctgctcgtttaaaa 
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33 63 gtcgt ttgttgttgctgct t ttt tgzcttt t tgttttttact agaaaatagtt cagt gta 

34 23 a cat taagr tagaaaagaagt tgctgcccagt t aaaggggctccct ctcaaataaat etc 
34 83 catcct t ccctct cccaaaagacart t ctgatt tetgett cactttgggcttcct ctt ct 
354 3 tcgtacacattccatct acct aat caaacat z zz cagt ccctgat ct ctcctgt cccttt 
3603 tcctgggacgacagccctaacaagaactgtrtttgaatcgttgtgcagctccaggcaata 
3663 gagt at gtgaagcgattt cagtagaatcact tact catcct a a a agaaaacat tat ccca 
37 2 3 gttacctacatcgcaartaccttat ctaaagcagaactaatgctgactggatgtttaatg 

37 83 ggatgagcattaaagct gcaat ct actatagtactccagat ct ctttcggcttcctatga 

38 4 3 gaaacaccagaagcat tactttccacitciacttacagtaattgcaagaggagacctcac 
3903 attcaggactggcctagtgaacgt aat c cat get Ltaaactggccattaaacagtcccac 
3963 atggttggattttiztttttttttttgagttgtgctttcacaaaaccttgtcaaagacctc 
4 023 atgcaatatcactttgaaagttatrTitctgtttactacacaaacattgtaatataactgt 
4083 taatactatttatatatttgaaaggnataaaaggtaggagttaaaaaaaaaacctctatg 
414 3 tgtagataTztaactcagaacttacaatatacagggagaagacatgttgcaatacaagcta 
4 203 attctagcrgctcagtaacctctggagtttttaaagggacattttcctgtactttttcaa 
4 263 ataatgatgtttaaaaattatcttgacataaqcgtcatatacctttgcaaaaggatggtt 
4 323 gtttgcagttagccctggccccatccttcctatttctgtagtatgctgcagctttaatca 
4 38 3 gaaagtccatggttgctgcttcctgatctccgagttactctttccaaattgtcttcttac 
4 44 3 aczgttgctgaaggtcactctgtacacgtaatggaaactgattttgccaagctcttacaa 
4 503 ggtggttcatctatcgatggcatccgcatttggtatcttttacacttcaaccaaaaattt 
4 563 attaggtatttttcaatgctaagtccrgccttttattttttaatttcactgccaagtttg 
4 623 cagrggtr cuaagtgaat ctgtgggcatttt agect gtggtctt gccagatctttgcgaa 
4 683 ttacaatgcaratatgtctattta^- caatatctgt catataat atct atttggaagaag 
47 4 3 aaactt cct cttgt agtgcct ctt gacaaagcacaatttcccgccttttttttttttttt 
4 803 czgaaatgaaaaaaacaaattgtgtrttattgcggtatcaacaatgtgaataaggattaa 
4 8 63 catattgtaaatgttctttttt ccar gtaaatcaactatctttgttatcactaagtgata 
4 923 atzaatttttaacttatgtgcattgrtaggctgttagaattttttggttgttaaaataaa 
4983 cgcattcaataaatatg 4999 
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FIGURE 7 SEQ ID NO : 2 (Human amino acid sequence) 

87 atggagcggcggagcgagagcccgtgtctgcgggacagccccgac 

MERRSESPCLRDSPD 
132 cggcggagcggcagcccggacgtcaaggggcctcccccagtgaag 

RRSGSPDVKGPPPVK 
177 gtggcccggctggagcagaacggcagccccatgggagcccgcggg 

VARLEQNGS PMGARG 
222 aggcccaecggcgccgtggccaaggccgtgggaggtttgatgatt 

RPNGAVAKAVGGLMI 
2 67 cctgtcttttgtgtcgtggagcagttggacggctctcttgaatat 

PVFCVVEQLDGSLEY 
312 ga caa ca ga ga aga a cacgccgagtttgt ecu ggtgcggaaa gat 

DNREEHAEFVLVRKD 
357 gtgctttttagccagctggtggagactgcgctcctggccctgggg 

VLFSQLVETALLALG 
4 02 tattctcacagctctgcggcccaggcccaaggaataatcaagctg 

YSH S SAAQAQGI IKL 
4 4 7 ggaaggtggaaccct ctccccct cagt t atgtgacagatgcaccc 

GRWN PLPLS YVTDAP 
4 92 gacgcgacagtggccgacatgctacaagatgtctatcatgttgtg 

DATVADMLQ DVYHVV 
537 acgttgaaaatccaattacaaagttgttcaaagttggaagacttg 

TLKIQLQSCSKLEDL 
582 cctgcggagcagtggaaccatgccacagtccgcaatgccttaaag 

PAEQWNHAT VRNALK 
627 gaactgctcaaagagatgaaccagagcacattagccaaagaatgc 

ELLKEMNQSTLAKEC 
672 cctctctcccagagtatgatttcar ccattgtaaatagcacatat 

PLSQSMISSIVNSTY 
717 tatgccaatgtgtcagcaaccaagtgccaggagtttgggagatgg 

YANVSATKCQEFGRW 

7 62 ta:aaaaagtacaagaagattaaag ^ggaaagagtggaacgagaa 

YKKYKKIKVERVERE 
807 aaccttncagactattgtgttctgggccagcgtccaatgcattta 

NLSDYCVLGQRPMHL 
852 ccaaatatgaaccagctggcatcccuggggaaaaccaacgaacag 

PNMNQLASLGKTNEQ 

8 97 tctcctcacagccaaatt caeca cagt a ctccaatccgaaaccaa 

SPKSQIHHS TPIRNQ 
942 gtgcccgcattacagcccatcatgagccctggtcttctttctccc 

VPALQPIM^S PGLLSP 
987 cagcttagtccacaacttgtaaggcaacaaatagccatggcccat 

QLSPQLVRQQIA.MAH 
1032 ccgataaaccaacagattgccgttagccggctcctggctcaccag 

LINQQIAVS RLLAHQ 
1 07 7 caccctcaagccatcaaccagcagnccctgaaccatccacccatc 

HPQAINQQFLNHPPI 
1122 cccagagcagttaagccagagccaaccaactcttccgtggaagtc 

PRAVKPEPTNSSVEV 
1167 tczccagatatctaccagcaagtcagagatgagctgaagagggcc 

SPD I YQQVRDELKRA 
1212 agcgtgtcccaagctgtctttgcaagagtggcattcaaccgcaca 

SVSQAVFARVAFNRT 
1257 cagggattgttgtctgagattctgcgtaaggaagaagaccctcgg 

QGLLSEILRKEEDPR 
1302 acagcctctcagtctcttctagtaaacctgagggccatgcagaat 

TASQSLLV^LRAMQN 
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134 7 ttcctcaatctgccagaagtggagcgagatcgcatctaccaggat 
FLNLPEVERDRI YQD 

13 92 gagagggagcggagca tgaa t cccaa-Lgtgagcatggtctcctcg 

ERE^RSMNPKVSMVSS 

14 37 gcctccagcagtcccagct cctcccgaacccct caggccaaaacc 

ASSSPS SSRTPQAKT 
14 82 tcgacaccgacaacagacctccctazraaggtggacggcgccaac 

stp"ttdlpi K V D G A N 
1527 atcaacatcacagctgccatttatgacgagatccaacaggagatg 

I N I T A A I YDEIQQEM 
157 2 aaaagggccaaggtgtcrcaagcccrgtttgccaaagtggctgca 

KRAKV S QAL FAKVAA 
1617 aataaaagccagggctggctgtgtgaactgctccgctggaaggag 

NKS^QG W LC E LLRWKE 
1662 aacccaagcccagaaaaccgcaccctctgggaaaacctctgtacc 

NPSPENRTLWENLCT 
17 07 atccgtcgcttcctgaaccttccccagcatgagagggatgtcatc 

IRRFLNL.PQHERDVI 
17 52 tat gaggaggag tea aggcat caeca cagcgaacgcat gcaacac 

YEE ESRHHH S ERMQH 
17 97 gtggtccagct t ccccct gagccggtgcaggt actr catagacag 

vvq"lppepvqvlhrq 

184 2 cagt ctcagcca geca a ggagagtt cccctccc a gagaagaag eg 

QSQPAKESS PPREEA 
1887 cctcccccacctcctccgactgaagacagttgtgccaaaaagccc 

PPPFPPTEDSCAKKP 
1932 cggtctcgcacaaagatctccttagaagccctggggatcctccaa 

RSRTKI SLEALGILQ 
1977 agctttattcatgatgtaggcctgtacccagaccaggaagccatc 

SFIHDVGLYPDQEAI 
2022 cacactct"ctcggctcagctggatctccccaaacacaccatcatc 

HTLSAQLDLPKHTII 
2067 aagttcttccagaaccagcggt accacgrgaagcaccacgggaag 

KFFQNQRYHVKHHGK 
2112 ctgaaagagcacctgggctccgcggtggacgtggctgaatataag 

LKEHLGSAV^DVAEYK 
2157 gacgaggagctgctgaccgagtcagaggagaacgacagcgaggaa 

DEELLTESEENDSEE 
2202 ggctccgaggagatgtacaaagtggaggct gaggaggaaaat get 

GSEEMYKVEAEEENA 
2247 gacaaaagcaaggcagcacctgccgaaatt gaccagagataa 2288 

DKSKAA PAE I DQR* 
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FIGURE 8 



SEQ ID NO 3 (Mouse cDNA) 



1 atggagcggcggagcgagagcccgtgtcttcgggacagccccgac 

MERRSESPCLRDSPD 
4 6 cgaagaagcggcagcccygacgtcaaggggcctcccccggtgaag 

RRSGS PDVKGPPPVK 
91 gtggcccggctggagcagaacggcagccccatgggagcccgcggg 

VARLEQNGS P M G A R G 
136 aggcccaacggcgccgtggccaaggccgtgggaggtttgatgatt 

RPNGAVAKAVGGLMI 
181 ccagttttctgtgtggtggagcagttggatggctctcttgaatac 

PVFCVVEQLDGSLEY 
22 6 gacaaccgagaagagcacgctgagttcgtcttggtgcggaaagat 

DNREEHAE FVLVRKD 
271 gtgctttttagccagctggtggagaccgcgctcctggccctgggg 

VLFSQLVETALLALG 
316 tattcccacagctctgcagcgcaggcccaaggaataatcaagcta 

YSHSSAAQAQGI IKL 
361 gggaggtggaaccccctccccctcagttatgtgacagacgcccct 

GRWNPLPLSYVTDAP 
406 gatgcgactgtggccgacatgctgcaagatgtctatcacgttgtg 

DATVADMLQDVYHVV 
4 51 acgctgaagatccaattacaaagttgttcaaagttggaagacttg 

TLKIQLQSCSKLEDL 
4 96 cc tgcggagcaatggaaccacgccaccgtccgcaatgccttaaag 

PAEQWNHATVRNALK 
541 gaactgctcaaagaaatgaaccagagcacattagccaaagaatgc 

ELLKEMNQS TLAKEC 
58 6 cctctctcccagagtatgatttcatccattgtaaatagcacatac 

PLSQSMISSIVNSTY 
631 tatgccaatgtgtcagcaaccaagtgccaggagtttgggagatgg 

YANVSATKCQEFGRW 
67 6 tacaaaaagtataagaagataaaagtggaaagagtggagcgagag 

YKKYKKIKVERVERE 
721 aacctttcagactattgtgttctgggccagcggccaatgcattta 

NLS DYCVLGQRPMHL 
7 66 ccaaatatgaaccagctggcatccctgggcaaaaccaacgaacag 

PNMNQLASLGKTNEQ 
811 tctcctcatagccaaatccaccacagtactccaatccgaaaccaa 

SPHSQIHHSTPIRNQ 
856 gtgcccgcactccagcccatcatgagccctggtcttctctcaccg 

VPALQPIMSPGLLSP 
901 cagctcagtcctcagctrgtcaggcagcaaatagccatggcccat 

QLS PQLVRQQIAMAH 
94 6 ctgataaaccaacagatagccgttagccgactcctggctcaccag 

LINQQIAVSRLLAHQ 
991 catcctcaagccatcaaccagcagttcttgaaccacccacccatt 

HPQAINQQFLNHPPI 
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10 36 cccagagcagttaagccagagccaacaaactcctctgtggaagtc 

PRAVKPEPTNSSVEV 
1081 tctcctgatarctaccagcaagttagagatgagttgaagagggct 

S PDI YQQVRDELKRA 
112 6 agtgtgtctcaagctgtctttgcaagagtggcattcaaccgcaca 

SVSQAVFARVAFNRT 
1171 cagggattattgtcagagatactgcgtaaggaagaagatcccagg 

QGLLSEI LRKEEDPR 
1216 actgcgtctcagtctcttctagtaaacctgagggccatgcagaac 

TASQSLLVNLRAMQN 

12 61 ttcctcaacctgcctgaagtggagcgtgatcgcatttaccaggat 

FLNLPEVERDRIYQD 
1306 gagcgagagaggagcatgaaccccaatgtgagcatggtctcctct 
ERERSMN PNVSMVSS 

13 51 gcctctagcagtcccagctcctcccgaaccccacaggccaaaacc 

ASSSPSSSRTPQAKT 
1396 tcgacaccgacaacagacctccctattaaggtggacggcgccaac 
STPTTDLP I KVDGAN 

14 41 gtcaacatcacagctgccatttatgacgagatccaacaggagatg 

VNITAAIYDEIQQEM 

14 8 6 aaaagagccaaggtgtctcaagccctgtttgccaaagtggctgca 

KRAKVS QAL FAKVAA 

15 31 aacaaaagtcagggctggctttgcgaactgcttcgttggaaggag 

N K S Q G W L C E L L R W K E 
157 6 aaccccagcccagaaaaccgcaccctttgggagaatctctgcacc 

NPSPENRTLWENLCT 
1 621 atccgccgtttcctgaatcttccccaacatgagcgggatgtgatc 

IRRFLNLPQHERDVI 
1666 tatgaggaagaatctcgacatcaccacagtgaacgcatgcagcat 

YEEESRHHHSERMQH 
1711 gtggtccagctcccacctgagcccgtgcaggtccttcatcgacag 

VVQLPPE PVQVLHRQ 
17 56 cagtcccagccaactaaggagagctcccctcccagagaagaagca 

QSQPTKESSPPREEA 
1801 cccccaccgcc tcctccaacagaagacagctgtgccaaaaagcct 

PPPPPPTEDSCAKKP 
184 6 cggtctcgcacaaagatctctttggaagccctgggcatccttcaa 

RSRTKISLEALGILQ 
1891 agcttcatccatgatgtaggcctctatcccgaccaggaagccatc 

SFIHDVGLYPDQEAI 
193 6 cacacactctccgcccagctggatctccccaaacacaccatca tc 

HTLSAQLDLPKHTI I 
1981 aagttcttccagaaccagaggtaccacgtgaagcaccacgggaag 

KFFQNQRYHVKHHGK 
202 6 ctgaaagagcacctgggctccgcggtggacgtggctgaatataag 

LKEHLGSAVDVAEYK 
2071 gacgaggagctgctgaccgagtcagaggagaacgacagcgaggaa 

DEELLTESEENDSEE 
2116 ggctccgaggagatgtacaaagtggaggctgaggaggaaaatgct 

GSEEMYKVEAEEENA 
2161 gacaaaagcaaggcagcacctgccgaaattgaccagagataa 22 02 

DKSKAAPAE I DQR* 
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FIGURE 9 SEQ ID NO : 4 Mouse protein sequence 



001 
051 
101 
151 
201 
251 
301 
351 
401 
451 
501 
551 
601 
651 
701 



MERRSESPCL 
VAKAVGGLMI 
LLALGYSHSS 
TLKIQLQSCS 
MISSIVNSTY 
RPMHLPNMNQ 
QLSPQLVRQQ 
PEPTNSSVEV 
EEDPRTASQS 
ASSSPSSSRT 
SQALFAKVAA 
ERDVI YEEES 
PPPPPPTEDS 
QLDLPKHTII 
NDSEEGSEEM 



RDSPDRRSGS 
PVFCVVEQLD 
AAQAQGIIKL 
KLEDLPAEQW 
YANVSATKCQ 
LASLGKTNEQ 
IAMAHLINQQ 
SPDI YQQVRD 
LLVNLRAMQN 
PQAKTSTPTT 
NKSQGWLCEL 
RHHHSERMQH 
CAKKPRSRTK 
KFFQNQRYHV 
YKVEAEEENA 



PDVKGPPPVK 
GSLEYDNREE 
GRWNPLPLSY 
NHATVRNALK 
EFGRWYKKYK 
SPHSQIHHST 
IAVSRLLAHQ 
ELKRASVSQA 
FLNLPEVERD 
DLPIKVDGAN 
LRWKENPSPE 
VVQLPPEPVQ 
ISLEALGILQ 
KHHGKLKEHL 
DKSKAAPAEI 



VARLEQNGSP 
HAEFVLVRKD 
VTDAPDATVA 
ELLKEMNQST 
KIKVERVERE 
PIRNQVPALQ 
HPQAINQQFL 
VFARVAFNRT 
RIYQDERERS 
VNITAAI YDE 
NRTLWENLCT 
VLHRQQSQPT 
SFIHDVGLYP 
GSAVDVAEYK 
DQR 



MGARGRPNGA 
VLFSQLVETA 
DMLQDVYHVV 
LAKECPLSQS 
NLSDYCVLGQ 
PIMSPGLLSP 
NHPPIPRAVK 
QGLLSEILRK 
MNPNVSMVSS 
IQQEMKRAKV 
IRRFLNLPQH 
KESSPPREEA 
DQEAIHTLSA 
DEELLTESEE 



SUBSTITUTE SHEET (RULE 26) 



WO 00/40719 PCT/G BOO/00003 



12/14 



TABLE 1: Oligonucleotides used in the Study. 



Marker 



Oligonucleotide Primers 



YACs Chimeric SEQ ID 

isolated by FISH NO 



D2S311 dCAATTTTGAGCCCGGAAG 

dTGACTAGAAAGGCATTCCAGAG 



D2S 1 1 5 dC AAGAACAGCC ATATTGACTTGAAC 
dGGGTACAGCCCATGTGTGAG 



17GD1 
31CH5 
33AC9 

11GG8 



5 
6 



D2S348 



D2S72 



dAGGTGACCAGCAGCCTCT 
dGTAAAACGGACATATCCCCC 



dAGCTATAATTGCATCATTGCA 
dTGGTCTATAACGGTCTATG 



19ID10 
21GA12 
23EG11 
32EB9 

26IF5 



ND 
ND 
ND 
ND 



9 
10 



11 
12 



D2S105 dCTCTACAGTTTATAACCAGC 
dTACACTGGATTCATATTCCC 

CTLA4 dATTTCAATTTCCAAGAGCTGAGG 
dGCTGATGTGACAGAAACATCCC 



26IF5 



26IFS 

8ffl5 

13HC12 

20AG2 

22HB6 



ND 
ND 
ND 
ND 



13 
14 

15 
16 



D2S307 dCATGACCTGAAATAAACATAGACA 
dDAG Cl ' l l"i CCTGTAGGCTGTC 



D2S1384 dAATAGAGGGCCCTTGCTTAA 

dTTTGGGATAAAAGGTATTTTGC 



26DF5 

22HB6 

6BC7 

26TF5 

22HB6 

10GF2 



ND 
ND 



ND 
ND 



17 
18 



19 
20 



WI5293 dGAGTTAGACCCCGTCTAAAAAAA 
dACTCTCATCTCCTTCCTTGTTCC 



D2S2189 dTACAAAAGGACTTGTCCAGGG 
dTCAAGATTGCCGTGAGGT 



26TF5 
8BG7 
14HA2 
24GF8 

8BG7 
14HAZ 



ND 
ND 
ND 



21 
22 



23 
24 
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23CE7 


Km 

xNJLV 








24GF3 


ND 






dGG AAGGTCC AG ATT AGA AG 




xrpv 


25 




dAAGGGAAATAAAGAGAAGCAT 




xrpv 


ZO 


JL/^tO X X U 








27 




riGGGAT A GAT A A TTT A GG A GTHGG 


XOXJX-. / 


INxJ 


28 






14DE4 


ND 








XOJJ> £ t 










28DE5 


ND 




D2S309 


dGCTCTAGTAGGCTGGTTACATAA 


4EC17 

iX>V»< i^, 




29 




dTTCCAAGAATAATGCAATCTCAG 






30 


FN r 

JL^JLYX 


dTTGTTrPT AP AGT A TTGT GGG 


7AW 


i 


31 




dCCAACCCAAGATGGAAATG 


x x vjxxi l 




32 






31GG9 










37HB8 


ND 




IGFBP5 


dCTATTGGGGTTTCCCAGGAT 


21EC3 




33 




dTTTCCAATATTGGGGCATGT 


22DB10 


ND 


34 


1GFBP2 


dCAGTAGACCGCAGCCAGC 


7FA11 


ND 


35 




dGGAAAGCAAGAAGGAGCAGG 


8HF12 


ND 


36 






21EC3 










22DB10 


ND 






dGGACTCCACCTGGAACTGC 


35EF10 




37 




dGAAAACTCGTAGTGAGAGCAG 






38 
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TABLE 2 : Genetic Map of CP-1 Region 



A Cen B Cen 





D2S311 




D2S311 


der (2) 




1 


| 


D2S374 


<=. 




I 


1 


D2S1413 


<= 




D2S2327 




D2S115 


dex(7) /der (11) 




1 


1 


D2S348 


der (7) /der (11) 




D2S2396 




D2S72 


der (7) /der (11) 




1 


1 


(D2S2327) 






D2S374 




(D2S2396) 






D2S2217 




D2S105 


dex(7)/der(ll) 


! P 


I 




CTLA4 


der (7) /der (11) 




! i. 


4cM 


D2S307 


dex(7) /der (11) 




1 




(D2S2217) 






D2S2392 




(D252392) 








3.1 


(D2S1740) 






CM | 














(D2S2708) 






D2S309 




(D2S1837) 






I | 




(D2S2684) 






Tel I 




(D2S13 67) 










D2S1384 


dex(7)/der(ll) 








WIS293 


der (7) /der (11) 








D2S21S9 


der (7) /der (11) 








D2S1271 


dear (7) /der (11) 








D2S11S 


dex(7) /der (11) 








D2S309 


der (7) /der (11) 








Tel 
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